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docker

https://hub.docker.com/r/hariszaf/pema
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[ 4. output and biodiversity analysis ]

R package
phyloseq l
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(M)OTU / ASV tables

and per sample output
(abundance included)
Images of PEMA s ’

are available on:
docker

Ilustrations with asterisk are from the Noun Project



Artificial Reef Monitoring Structures
(ARMS)

ARMS assembled (before deployment)
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Success story!

First record of the nudibranch Aniteaeolidiella lurana (Ev. Marcus & Er. Marcus, 1967)
in Greek waters

asilis GEROVASILEIOU !, Christina PAVLOUDI !, Francisco SEDANO -

! Institute of Marine Biology. Biotechnology and Aquaculture, Hellenic Centre for Marine
Research. Heraklion, Greece
* Laboratorio de Biologia Marina, Departamento de Zoologia, Universidad de Sevilla, Spain
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15t deployment:
28/9/2018-28/1/2019

—>molecular evidence (eDNA) for the presence of Anteaeolidiella lurana

—>How can we be sure?
Only three of the accepted Anteaeolidiella species (A. indica, A. ireneae,
and A. orientalis) do not have sequence data associated with them.

All the rest (8) species, including A. lurana, have COIl sequences in the
MIDORI reference database, which was used for the taxonomic
assignment.

The degree of certainty for the identification based on the eDNA is
high.



2"d deployment:
12/6/2019-11/10/2019

— photographic documentation
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Finding me,

Christina Pavloudi
cpavlioud@hcmr.gr

Haris Zafeiropoulos
haris-zaf@hcmr.gr
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