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PROKARYOTES DELIVER ESSENTIAL ECOSYSTEM FUNCTIONS
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OUR RESEARCH LINES

MICROBIAL COMMUNITY ASSEMBLY
MICROBIAL DIVERSITY - ECOSYSTEM FUNCTIONS

PLANT
DIVERSITY

I

PLANT
COMMUNITIES PLANT BiOMASS
SOIL ABIOTIC FACTORS
SOIL

MICROBIAL ok
COMMUNITIES

FUNGI BACTERIA  ARCHAEA

MICROBIAL BIOMASS AND DIVERSITY



COMMON WORKFLOW

SOILS MICROBIALLY-DRIVEN FUNCTIONS

FUNCTIONAL MARKERS

DNA N WHOLE METAGENOME S
METADATA extraction SHOTGUN SEQUENCING
AMPLICON SEQUENCING 16S rRNA GENE FUNCTIONAL DIVERSITY
OF FUNCTIONAL GENES AMPLICON SEQUENCING \l/
COMMUNITY MATRIX
PHYLOGENETIC Plot1 Plot2 Plotn
MARKER
Abundance

PHYLOGENY /
RECONSTRUCTION /

|

£ If | Ve f /"/ Y
‘ TAXONOMIC DIVERSITY

TRAIT DATABASE Taxa Traitl Trait2 Trait3 PHYLOGENETIC DIVERSITY
REFERENCE ORGANISMS

13 8 40 ~ TRAIT DIVERSITY
TRAIT PREDICTION 2 35 12 44

n 38 14 42




COMMON TOOLS
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MAIN NEEDS AS USERS

DATA LINKED TO EXTENSIVE METADATA

FLEXIBILITY TO IMPORT / EXPORT DATA AT DIFFERENT STEPS OF THE ANALYSIS
ABILITY TO TRACK DATA PROVENANCE AND ANALYSIS

SHARING DATA WITH NON-SPECIALISED USERS

PHYLOGENETIC INFERENCE OF LARGER NUMBERS OF LONGER READS



