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• Online themathic database
• Microbial sequence datasets
• Focus on Antarctica microbiota

• Antarctic Treaty (1959)
• truncated food webs 
• Limited human impact 

• Core business
• Data archiving
• virtual lab infrastructure
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The life of Data after publication...

- Nucleotide databases

- Missing link between sequences and paper
- Environmental data gets lost over time
- Forgetting unrecorded metadata
- Difficult to find sequence data

- Often only described in paper
- Table in paper 
- “available upon request”
- Nucleotide databases

Loss of data or dataset becomes useless
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The aims of mARS         mars.biodiversity.aq

- Nucleotide databases - Archive on the mARS portal 

- Make the dataset findable on GBIF

- Consistent notation using standardized vocabulary (MIxS)

- clear link with sequence data (URL, DOI,...)

Well documented usable and open microbial data

Improve discoverability
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Link to metadata
Environmental data in MIxS standard

Link to sequence data



Use of the LifeWatch-ERIC infrastructure

• Create an inventory of Antarctic microbial biodiversity
• Based on archived metabarcode datasets


